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Abstract

This paper reports a case of purulent enteritis asso-
ciated with Trueperella pyogenes in a 3-year-old
Meishan sow slaughtered in 2018. At necropsy, se-
vere circumferential thickening of the small intestinal
wall was observed. Macroscopically, folds of the intes-
tine were enlarged and grayish-white to pale yellow
in color. Histologically, severe purulent enteritis and
coagulative necrosis of mucosal surface were de-
tected with numerous Gram-positive short bacilli
The short bacilli were identified as Trueperella pyo-
genes through immunohistochemical, biochemical, and
genetic tests, including 16S rRNA gene sequencing.
These data indicate that 7. pyogenes would be associ-
ated with unusual gross morphological enteritis of

the pig.
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