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Pig Breed Genotyping results

T allele frequency in

Genotyping results in T allele frequency in Czech

in Japan* Japan (%) Czech Republic Republic (%)
| Landrace 4CC,4CT,4TT 50 10CC,9CT, 1 TT 273 I
Large White 12CC 0 22CC 0
Middle Yorkshire 5CC 0 N.E. N.E.
Duroc 16 CC 0 20 CC 0
Berkshire 16 CC 0 N.E. NE.
Hampshire 12CC 0 10 CC 0
[ Pietrain NE. E. 6CC,2CT, 211 30 |
Jinhua 6CC 0 N.E. NE.
Meishan 8CC 0 N.E. N.E.
Potbelly 3CC 0 N.E. N.E.
Clawn 1CC 0 N.E. NE.
Japanese wild boar 5CC 0 N.E. N.E.
I\rlinesola-f:le_rived NE NE 17 ¢ce 0
miniature
Prestice Black Pied NE. NE. 10 CC 0
N.E., not examined
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