24

Proc Jpn Pig Soc No.87 2026

KO EOBEIC AT T B IEEE Salmonella Typhimurium 71T R 4% D45

I S
(ESZIFZER T N RS - San BESERU S A W ekt B A mrse il NI i e ZE s I B R 2V — 7)

Arai, N. (2026). Phylogenetic characterization of dominant clade of Salmonella Typhimurium and its monophasic

variant isolated from swine in Japan.
Proc. Jpn. Pig Vet. Soc. 87, 24-31.

F—17— F  Sahmonella Typhimurium, JF 72 BLFR, i
i, FEAI 1L, EEmIRHE

1. IFU®IC
FHEOTIVES FIEE, RPEOEIK, BR. A
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AR SRR T V. Salmonella enterica
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T, EHOENZHATT A IEER S. Typhimurium O # 1z
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HBRERIE IR Cdh o720 22 THEHLIL, KD E
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MIC (% 64 ug/mL PAEFCTEA L7z, $72, RS
PRI B BB LTy (@R T BIbE & ik
L. 6ffED MIC O LADPBE SNz, 202
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